Although recent molecular studies in patients with sex chromosome aberrations are consistent with a growth gene(s) being present in the pseudoautosomal region (PAR), the precise location has not been determined. In this report, we describe a Japanese boy and his mother with an interstitial deletion in Xp22.3 and review the correlation between genotype and stature in six cases of partial monosomy of the PAR. The results indicate that the region from DXYS20 to DXYS15 is the critical region for the putative growth gene(s).
The parents and the younger brother were clinically normal. STS activity detected in the mother's lymphocytes was 110 pmol DHEA/ h/mg protein (normal female value 227 + 64), being consistent with heterozygosity for STS deficiency.
Methods

GROWTH ASSESSMENT
The heights of the patient and his brother were assessed by the cross sectional centile growth curve for normal Japanese boys based on the 1980 national survey.'2 Target height (TH, a child's final height as predicted from the parental height) and target range (TR, 95% confidence interval of TH) were obtained from the following equations for Japanese boys: TH ={PH + (MH + 13)}/2 + 2 and TR = TH+ 9 (cm), where PH is paternal height and MH maternal height. ' The patient's height is within the normal range of Japanese boys and appropriate for the TH/ TR, despite the CDPX. The mother's height is above the average height of Japanese females of her age. In addition, the normal brother's height is in close agreement with the TH/TR calculated using the mother's height. This suggests that the putative pseudoautosomal growth gene(s) is present in the region distal to DXYS1 7 and preserved in the abnormal X chromosome of the patient and his mother.
For a more precise localisation of the growth gene(s), it is useful to review the correlation between genotype and stature in cases of partial monosomy of the PAR; six cases have previously been published (table 2) .
The critical factor is adequate height assessment (table 3) . Cases 1 and 2 are estimated to be short not only by comparison with population standards but also by comparison with 
